Abstract The experiment was conducted at Faculty of Agriculture, Gomal University D.I.Khan Pakistan during 2013-2014 to estimate genetic diversity, heritability and genetic advances for few characters which relate to yield in bread wheat. Sixty wheat genotypes obtained from NARC, Islamabad worked out in the current research work. The experiment was laid out in (RCBD) having 3 replications. The aspects for recording data included number of tillers plant -1 , plant height, number of spikelet's spike -1 , number of grain spike -1 , 1000-grain weight and grain yield plant -1 . ANOVA showed significant differences for all the characters studied. The estimates of phenotypic coefficient of variation (PCV) and genotypic coefficient of variation (GCV) were high for grain yield per plant and 1000-grain yield. The remaining traits exhibit moderate to low PCV and GCV estimates. Phenotypic coefficient of variation showed its maximum value for grain yield plant -1 (44.62%) and the minimum value was reported for number of spikelets spike -1 (12.63%). The range for genotypic coefficient of variation was 5.11% for (Number of spiklets spike -1 ) to 42.46% for (Grain yield plant -1 . The highest heritability estimates were observed for plant height (98.27%) and highest genetic advance was reported for grain yield (83.22%). High heritability coupled with high genetic advance for parameters like 1000-grain weight and grain yield plant -1 indicated additive genetic effects. The overall results showed that selection should lead to a fast genetic improvement of the material.
Introduction
Wheat (Triticum aestivum L.) is grown as a major cereal in all over the world including Pakistan. Wheat is grown in all continents of the world. Pakistan is ranked in top ten most wheat producing countries of the world. More than 75% of the forming community is engaged in growing wheat. Wheat production during 2012-13 was 24.2 million tones obtained from 8.69 million hectares showing the increase of 3.2% in area with average yield of 2787 kg per hectare Government of Pakistan (2012 Pakistan ( -2013 . The success of a breeding programme depends on the presence of genetic variability in a material in hand. To make the heritable improvement in characters, estimation of genetic parameters and index of their transmissibility is required. Heritability estimates provide information about the extent to which a particular character can be transmitted to the successive generations. Knowledge of heritability of a trait thus guides a plant breeder to predict behavior of succeeding generations and helps in making desirable selections. Selection plays an important role in plant breeding for desired traits in crops. Heritability and genetic advance would help the breeders in selection for crop improvement [1]. These two genetic parameters are very important for any breeding program designed for the improvement of crop as heritability indicates the effectiveness of selection whereas the genetic advance predicts the genetic gain in the next generation [2] . Conventional analysis of variance and statistical parameters like phenotypic and genotypic coefficients of variability, heritability and genetic advance have been used to assess the nature and magnitude of variation in wheat breeding material [3] . This research study was performed to gather some valuable information on inheritance and its application in selection of better genotypes of wheat for the development or improvement of cultivars and germplasm. 
Materials and methods

Results and discussion
According to analysis of variance mean squares for traits like number of tillers plant -1 , plant height, 1000-grains weight and grain yield plant -1 revealed highly significant differences ( Table 1 ). The highest heritability estimates were observed for plant height (98.27%) while it was the lowest for number of spikelets plant -1 (16.39%). All the other characters exhibited heritability estimates between these two extremes. Minimum genetic advance was reported in number of spikelets spike (4.26%) while the maximum was reported in grain yield plant -1 (83.22%). Highest values of phenotypic coefficient of variation and genotypic coefficient of variation were reported in grain yield plant -1 which was (44.62%) and (42.46%). Difference between phenotypic and genotypic coefficients of variation ranged from 0.14 to 11.78 which showed comparatively small environmental effect on the expression of characters. Plant height (cm) Analysis of variance showed highly significant differences for plant height as shown in Table 1 . The variation showed a range of 73.80 cm and the mean value for plant height was 112 cm ( among the accessions (Table 1) . This is an important yield enhancing trait because increased spikelets will increase number of grains and eventually grain yield will automatically be increased. The range of variation for number of spikelets spike -1 was 6.60 and the mean value was 20.47 (Table  2 ). Genotypic coefficient of variation (GCV) value was 5.11% and the phenotypic coefficient of variation (PCV) value was 12.63% (Table 3) . [13] . Also found same lower values of (PCV) and (GCV). Heritability value for this parameter was 16.39% and expected genetic advance was 4.26% (Table 4 ). Moderate to low values of heritability and genetic advance were also reported by [14] .
Number of grains spike -1 Analysis of variance showed highly significant difference for this parameter among the accession as shown in Table 1 . This trait is also an important for yield point of view. It depends upon various other traits like spike length, spikelets per spike and spike density. A greater number of grains per spike would only be useful if they are healthy and not shrunken having adequate weight [15] . The range according to the mean data was 55.40 and the mean value for number of grains spike -1 was 52.06 (Table  2 ). Genotypic coefficient of variation (GCV) and phenotypic coefficient of variation (PCV) values were 23.49% and 23.91% respectively (Table 3) . Moderate values of (PCV) and (GCV) showed minor difference which indicates less environmental influence. The heritability value was 96.51% and the value of expected genetic advance was 47.53% (Table 4) . High heritability along with moderate value of genetic advance was also obtained by [16] . 1000-grain weight 1000-grain weight showed highly significant difference according to the analysis of variance among all the accessions ( Table 1) . The range was noted as 63.50g and the mean value for 1000-grains weight was 36.05g ( Table 2) . The values of genotypic coefficient of variation (GCV) and phenotypic coefficient of variation (PCV) were 31.92% and 32.64% respectively (Table 3) . [16] . also obtained moderate values of (PCV) and (GCV). Heritability estimates was 95.66% and expected genetic advance was 64.32% (Table 4) . High heritability accompanied with high expected genetic advance indicates that most likely the heritability is due to additive gene effects and selection may be effective in early generations for this trait. Similar findings have been reported by [17] . Grain yield plant -1 (g) Analysis of variance showed that this character possessed highly significant variations among all the genotypes (Table  1) . Range of this variability was 31.04 and the mean value was 17.47g ( Table 2) . Value of the genotypic coefficient of variation (GCV) was 42.46% while the value of phenotypic coefficient of variation (PCV) was 44.62% as shown in Table 3 . The heritability value for this parameter was 90.53% and expected genetic advance was 83.22% (Table 4) . High heritability accompanied with high genetic advance shows that the heritability is due to additive genetic control and selection may be effective in early generations for these traits.
[18]. Also found same results for this. Similar findings have been reported by [18] .
Conclusion
The overall results confirmed the presence of significant amount of variation which makes this material suitable for breeding purpose. High heritability along with high genetic advance for all studied traits except number of spikelets spike -1 suggested that the selection for these characters can be fruitful for the improvement of grain yield and its components in wheat. 
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